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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 65 , 061B 



DATE: 02/04/2002 
TIME: 13:02:31 



Input Set : A:\Copy of SQ-09765061.txt 
Output Set: N:\CRF3\02042002\I765061B.raw 



«^FEB 1 3 2002 
TICH CENTER 1600/2900 



<110> APPLICANT: Board of Regents of the University of Texas System 

<120> TITLE OF INVENTION: Mutations in a Novel Photoreceptor-pineal gene 17P cause 

leber congenital amaurosis (LCA4) 
<130> FILE REFERENCE: 96606/16UTL 
<140> CURRENT APPLICATION NUMBER: 09/765, 061B 
<141> CURRENT FILING DATE: 2001-01-17 
<160> NUMBER OF SEQ ID NOS : 7 8 

SOFTWARE: Patentin version 3.1 

SEQ ID NO: 1 n= 



<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<223> 



LENGTH: 6689 
TYPE: DNA 
ORGANISM: 
FEATURE : 
NAME/KEY : 
LOCATION: 



T 



Homo sapiens 



gene 
(1). . 



<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<400> 

ggcctcccaa 
aagaaagctc 
accctgggca 
gcctgtggac 
ccgcccccac 



(6689) 

OTHER INFORMATION: the AIPLl gene produces aryl- hydrocarbon 
interacting protein- like 1 
FEATURE: 

NAME/KEY: misc_feature 
LOCATION: (1897) . . (1906) 

OTHER INFORMATION: n represents-any of the four nucleotides 
FEATURE: 

NAME/KEY : misc_f eature 
LOCATION: ( 3946 )..( 3946 ) 

OTHER INFORMATION: n represents any of the four nucleotides 
SEQUENCE: 1 

agtcaccgcg 
ggggtggaac 
gcaaaggtgg 
ctctgatgag 
cctcctggct 
ttatctccgc 
ctgaacgtgg 
ttcatcaccg 
gctttcaaca 
aacagccagg 



agtgctggat 
agcggacctt 
ggggcccaga 
cacaggcccg 
cgtctgccct 



tacaggcgtg 
tttccttctt 
atcactggaa 
gcccgagtgg 
tccccccact 
ggaggtgaga 



gccgcctaag tgtcttcccc 
tctcctgcag ccatggatgc cgctctgctc 
ctgcacgggg gcacgggcga gctcccaaac 
cctccggagc agacagggtc ccccacagca 
actgtaaaca gctttcagct gtgccaaaaa 
cggggagctc ccagcgttta cccattcagg 
ttagcatggg ctgaggggaa gggcttttgg 
gaagaaaggg agtccgagga gtcttggtat 
gactgaaggg tgcgtctgtg gctacagaat 
cctgtaatcc cagcactttg ggaggccaag 
accagcctga ccaacatgtg aaaccccatc 



cctggtcccc 
aaaaagccaa 
atgggatagg 
aagccggggc 
gggtaaatcc 
ctgtgctgga 
aaggggtcaa 
gatcccgagt 
ttccaggtgt 
cagccccagc 
gggcattttt ggtactttgc 
gaattttctg gggccctaaa 
ttgtccccaa atgtctgtta 
tcgggctttg gccaggcgag 
atgggcagat catgaggtca agagttcgag 
tctactgaaa atacaaaaat tagccagatg 



tgtcttcttt 
atctagcaca 
aggcgaggct 
gcctaggtca 
cagagtctca 
cacctccctt 
gaaaaccatt 
gagtggggcc 
gccccaaggc 
gctgggcctc 
agattcaact 
tgttgagtga 
ggcttccctg 
gcggctcccg 



tgctgtggcg cctgtaatcc cagttcagat actcaggaga cttgagg^ag gagaatcact 1020 



receptor 



A T G or C 



A T G or C 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 65 , 061B 



DATE: 02/04/2002 
TIME: 13:02:31 



Input Set : A:\Copy of .SQ-09765061.txt 
Output Set: N:\CRF3\02042002\I765061B.raw 



W 



71 tgagcccagg aggtggaggt tgcagtgagc 
73 caacagagtg agactctgtc tcagaaaaaa 
75 ggaaggattt ctggacgcac agggctgtgg 
77 ggtccctcct ccctgggggg tgcaggcagg 
7 9 gatggggtga actgagtgag ctgaccctgg 
81 tggcttctgc cgggccttga acagtgtgtc 
83 gtgatctttc atttccgcac catgaaatgt 
85 cggcaggtgg gccagcccat gcacatcatc 
87 gagatcctgc ttacctccat gcgggtgcac 
89 gtaagtaggc cctgcgcgcc tgtctcctgg 
91 tttgcggggc tgctgtgttt cgggaaagct 
93 cctgcaaact tattccccac cgtgtgcatg 
95 gtgacccatg ctgtggctgg ctggtgggga 
97 cccacttcac agtcctcaca tctgtgtgtg 
99 tgtgtgtgtg agagagagag agagagagag 
101 attgcagaga ccaacaccta acaatgtaat 
103 aggcagtgtg ctttgggcca caaaagcacg 
105 ctgggggctg ctgagtcagg gccaaagggg 
107 cctctccctc ccttggtcca gctcttaatc 
109 cttccataaa gaggcagaag gcatttcggg 
111 acctctgtct ctgtgctggt gacctggagg 
113 cccttcactt cacatgttgc atgtggggcc 
115 ggagatgggt tctcagggag cctagttggg 
117 cctcgctgag gccgcacggc ggatcttccc 
119 cagctcccat gctggctgaa gctgtgatga 
121 atccctacag cagccctaat atcgaacagg 
123 tgcagagacc tggg.ctcacc gctaacctgc 
125 tggaccctgg agtcctgctc cttctactgc 
127 tttgcagagg tcagggtttc cctggggcag 
129 aagaggcagc cggaggctaa cagcatatgg 
131 gtcatttcct agttgtgtga ccttaagcaa 
133 catccgtaaa atgggataat agtgcctgcc 
135 taacagtgtg aagtgctttg cctggcacac 
137 tgagggagca ggattcctcc caggaggggc 
139 gctctgggca ggtagcctgg atgccatcca 
141 accccatcct rtcccggagc ctgaggcaga 
143 acgtgcacac gtgcgggctg gccaacatgt 
145 tggacgagct gcagaaggag cctcagcctc 
147 ggctggggtt ggcagggctg gagggctgtg 
149 gggcaccccc accccactgg ccactggaca 
151 gggttcataa gccatgggag aatacgaatt 
153 gaaaagtcct ttggtgctgg gcatggtggc 
155 ccgagggggt tggatcacct gaggtcagga 
157 aaccccgtct ctattaaaaa cacaaaaatt 
159 aatcccagct acttgggaat ttgaggcatg 
161 cagtgagcag agatcatgtc agtgcatttt 
163 caaaaaaaag aaaaaaaaaa aaagtccact 
65 ttcattgtgg aggcatttta tccacttcca 
167 cgcctccttg gttcctgtgg tttgtgggtt 



cgagatcata ccactgcact ccaacctggg 1080 
aaaaaaaaaa aagaactcgg gcttacttga 1140 
ggagtggaat ggggtctgta gggaggggtg 1200 
gtggaggtgc tccaggggtc tgaggcatct 1260 
ggacagccct gggtgtcggt ggcaaggggg 1320 
tagagcagag tgcaccgtct cggtgactag 1380 
gatgaggagc ggacagtcat tgacgacagt 1440 
atcggaaaca tgttcaagct cgaggtctgg 1500 
gaggtggccg agttctggtg cgacaccatc 1560 
gactagtctt ttctgggctc acccacccgc 1620 
gggactcaag cgaagctttg caaagccagt 1680 
tgaagatgga gggaacaagg gctggaaggg 1740 
gcagggctat gaccagcagg agtgagctgg 1800 
tgtgtgtgtg tgtgtgtgtg tgtgtgtgtg 1860 
agagagnnnn nnnnnntagc cttaggactt 1920 
caggcagcca gtgcaggaca taaataagta 1980 
ctcagcttgc tggaagccat gggtgccgag 2040 
gcccctccct gcagtaagct ggttctgggg 2100 
ccaacaggct caacagccat ctgcttgtct 2160 
ctaatcccgg ccggtggggc gggcagggtg 2220 
cagagctgaa ctgctgcata gagtttcagc 2280 
agtgctgggt catctcagaa gccggtccaa 2340 
gaaactgagg cccagcatac atacagcagg 2400 
agccctcctt catcccaagg gtggcaaact 2460 
gccagatcta tatctgcacc atctcattta 2520 
agcaacccag ggaactgagt ttcagagaag 2580 
agcactgcca ggacaccaaa gcgactctct 2640 
cccacactgc ccttcctgcg agtcataggc 2700 
agatgtgtta cagtggacca caagggccag 27 60 
cctctggagc caggtttgaa tcctggctgc 2820 
gttgcttgcg tctctgggct gtagtttccc 2880 
ttgaattgtc ataaggattg aaggggctca 2940 
agttaaccac agttagtatg agtggcatag 3000 
tctgagtgga ggccttttat ggcccaccta 3060 
tccgtttatc cccacagcac acgggggtct 3120 
tggcccaggg caaggacccc acagagtggc 3180 
tcgcctacca cacgctgggc tacgaggacc 3240 
tggtctttgt gatcgagctg ctgcaggtgg 3300 
ccagcactgg agagggacag cgggcatcat 33 60 
gtgccctgtt tctgtttaga taatacgaga 3420 
tgaaaaaaaa gtcctctgat ttttccacaa 3480 
ccacgcctgt aatcctagca ctttgggagg 3540 
gttcgaagac cagcctggcc aacatggtaa 3600 
aaccgggtgt ggtggtgcat gcctgtaatc 3660 
agaattgctt gaacctggaa gtggaggttg 3720 
aacctgggtg acagagtgag actccatgtc 3780 
tggaaccagt ttttaaaaat gtgattcatt 3 840 
ctttcatttt caggagttgg agattataac 3900 
cagacttggt tctctngtgg cgggagaggc 3960 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 65 , 061B 



DATE: 02/04/2002 
TIME: 13:02:31 



' Input Set : A:\Copy of SQ-09765061, txt 
Output Set: N:\CRF3\02a42002\I765061B.raw 

169 tgcatggaac tccccacatc ctcccaacca ggagccccag agtgattggc 
171 tgtggattgg tgagagaggg ttagggccag ggtcaaggtc aggtcaggac 
173 gccaagactg aggctcagcc tgagagctat gtgggtgaat aaaataaaat 
175 tcaaccaagg gccccttaca ggcttgctgt cacagttgtg tggtctgtgc 
177 gtgcaccggc atctcctcca aggtgctcat tatagacatt gtatattggt 
179 tgagaagttt ccagcagatg. gcaatagtgt attgttctaa caaaacgagt 
181 attttctgaa tattagaagt gaagtgtctt gatgaacggg caccttttcc 
183 aaagacattg atttagggca gggttttcgg cgttgttgct tctttccctt 
185 acttgaccag caagcatgac ttcagggaga tgtgccacag ggtcctgttt 
187 tgatggggtg caggcccctg gggtccctgc ctcactgacc tgcagctctg 
189 gatgccccga gtgattacca gagggagacc tggaacctga gcaatcatga 
191 gcggtgcccg tcctccacgg agagggaaat cggctcttca agctgggccg 
193 gcctcttcca agtaccagga ggccatcatc tgcctaagga acctgcagac 
195 ggccgctggc caggggtggg aagtggcgct gactctgggg ggcctgccca 
197 gggtggggcg ggggttgggc agctgcctga ggtcatggct gaccttctcc 
199 gaagccatgg gaggtgcagt ggctgaagct ggagaagatg atcaatactc 
201 ctactgccag tgcctgctga agaaggagga gtactatgag gtgctggagc 
203 tattctccgg caccacccag gtgcgcgggg ctgcaggggc ggacagtgag 
205 gcccagggcc acggagacac ctgccatagc cttcctggac ttttctttcc 
207 ggcaccaaac cttgtctcca cccagccggg tttccccgag tgtgtaactg 
209 gatggatggg cagtgcttgg cgcggggcgg cctttatttt aatgtgtgtt 
211 cccaggaagc tcgccaagct tgtgatttca gcggaacggt aaacaggcgt 
213 gggcaatcaa tatagggaaa aatattatga tgtcggtact agtactggtg 
215 atggcaccgc agtactagat tgacttaatg ctcgaatcgt gctcacagta 
217 gcccctggct catgcatcag gcacacgtcg tctgcgttta ttatctcatt 
219 aatcctcata atcaccatat gagggaggtg cagggaaagg ggcctgaagg 
221 taggtagcgt ctataagaaa aataaaacaa agttatgaat ataaaattac 
223 ttaaaaagga gaggaggagg tactgctatt atgatcatca tctccatctt 
225 aaaccgaggg atgggggata cagagaggtt aaggatcatg gcggggctga 
227 ggctggtgag tcccagctgg gctggggctg cctctgaggc tgggaaggga 
229 gatgctccct gctccccaca ggcatcgtga aggcctacta cgtgcgtgcc 
231 cagaggtgtg gaatgaggcc gaggccaagg cggacctcca gaaagtgctg 
233 cgtccatgca gaaggcggtg cgcagggagc ttgaggctgc tggagaaccg 
235 aacaggagga ggagcggctg cgctgccgga acatgctgag ccagggtgcc 
237 ccgcagagcc acccacagag ccacccgcac agtcatccac agagccacct 
239 ccacagcacc atctgcagag ctgtccgcag ggccccctgc agagccagcc 
241 ccccgtcccc agggcactcg ctgcagcact gagccccctg aggcccacag 
243 agggagcaag tggcctggtc acttctggtt cgattgacca ggatcgtggt 
245 aaaatttaaa attaattttt gaaatcaaag tcagacacac ccatggtaaa 
247 aaaacaatcc caagggtaca gaagagctta tgaataaaag tagttttctc 
249 ctcattcctt ccgtgccatg gttttaattg accctgtttt taattcttct 
251 tctatttcca agtaatctgt ttaaatcagt ttctagattt taccccatgt 
2 53 tgaggatttg atgctctgat cctttctcat gcctgatacc cctccctgtc 
255 ggatagttac atttgggggt catctcggtg atttttgtaa ctttacgcag 
257 gctctctaga atcccactga ctttagtggg gtcttgatgt agggtgggca 
259 ctggagctta gcctgagagg ggttcttgc 

263 <210> SEQ ID NO : 2 

264 <211> LENGTH: 1119 

265 <212> TYPE: DNA 



agcgcgtgtt 
tcagcttatg 
aagaactgtg 
actgcacaag 
atttccataa 
attcgtgaca 
tagtttgcac 
gtctgtatgc 
ttcgggtctc 
gggccaggtt 
gaagatgaag 
ctacgaggag 
caaggtcaga 
gtgccggcca 
ctgggcagga 
tgatcctcaa 
acaccagtga 
ggggcgccca 
accccaccag 
aattgtgggt 
tgaacactta 
ttaaaaagag 
ttgcgaggat 
aaaacatcca 
taatcctcat 
ttatctaatt 
tcacagggcc 
acagttgagg 
gggtcttgga 
gctgtagctg 
cgggctcacg 
gagctggagc 
catggcggag 
acgcagcctc 
gcagagccac 
acagagccac 
ccacccaggc 
gtcacttttt 
aaaaaaaaaa 
ctctacccct 
ggtagttttc 
caatgacaaa 
tccccatttt 
gacacttaga 
agccccgaca 



4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6689 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/765 , 06IB 



DATE: 02/04/2002 
TIME: 13:02:31 



Input Set : A:\Copy of SQ-09765061.txt 
Output Set: N:\CRF3\02042002\I765061B.raw 

266.<213> ORGANISM: Papio anubis 

268 <220> FEATURE: 

269 <221> NAME/KEY: gene 

270 <222> LOCATION: (1)..(1119) 

271 <223> OTHER INFORMATION: the AIPLl gene produces aryl- hydrocarbon 

272 interacting protein-like 1 
274 <4P0> SEQUENCE: 2 

276 atggatgccg ctctgctcct gaacgtggaa ggggtcaaga aaaccattct gcacggaggc 
278 acgggcgagc tcccaaactt catcaccgga tcccgagtga tctttcattt ccgcaccatg 
280 aaatgtgatg aggagcgcac ggtcatcgac gacagccggc aggtggacca gcccatgcac 
282 atcatcatcg ggaacatgtt caagctcgag gtctgggaga tcctgctcac ctccatgagg 
284 gtgcacgagg tggccgagtt ctggtgcgac accatccaca cgggggtcta ccccatcctg 
286 tcccggagcc tgcggcagat ggcccagggc aaggacccca cggagtggca cgtgcacaca 
288 tgcgggctgg ccaacatgtt cgcctaccac acactgggct acgaggacct ggacgagctg 
290 cagaaggagc ctcagcctct gatctttgtg atcgagctgc tgcaggttga cgccccgagt 
292 gattaccaga gggagacctg gaacctgagc aatcatgaga agatgaaggt ggtgcccgtc 
294 ctccacggag agggaaatcg gctcttcaag ctgggccgct acgaggaggc ctcttccaag 
296 taccaggagg ccatcatctg cctaaggaac ctgcagacca aggagaagcc atgggaggtg 
298 cagtggctga agctggagaa gatgatcaac accctgaccc tcaactactg ccagtgcctg 
300 ctgaagaagg aggagtatta cgaggtgctg gagcacacca gtgacattct ccggcaccac 
302 ccaggcatcg tgaaggccta ctatgtgcgt gcccgggctc acgcagaggt gtggaatgag 
304 gccgaggcca aggcggacct ccagaaagtg ctggagctgg agccatccat gcagaaggcg 
306 gtgcgcaggg agctgaggct gctggagaac cgcatggcag agaagcagga ggaggagcgg 
308 ctgcgctgcc ggaacatgct gagccaggga gccacgcagc ctcccacaga gccaccggca 
310 gagccccaca cagcaccacc tgcggagctg tccacagggc cacctgcaga gccacccgca 
312 gagctccccc tgtccccagg gcactcactg cagcactga 

316 <210> SEQ ID NO: 3 

317 <211> LENGTH: 1155 

318 <212> TYPE: DNA 

319 <213> ORGANISM: Pan troglodytes 

321 <220> FEATURE: . 

322 <221> NAME/KEY: gene 

323 <222> LOCATION: (1)..(1155) 

324 <223> OTHER INFORMATION: the AIPLl gene produces aryl -hydrocarbon 

325 interacting protein-like 1 

327 <400> SEQUENCE: 3 

328 atggatgccg ctctgctcct gaacgtggaa ggggtcaaga aaaccattct gcacgggggc 
330 acgggcgagc tcccaaactt catcaccgga tcccgagtga tctttcattt ccgcaccatg 
332 aaatgtgatg aggagcggac agtcattgac gacagccggc aggtgggcca gcccatgcac 
3 34 atcatcatcg gaaacatgtt caagctcgag gtctgggaga tcctgcttac ctccatgcgg 
336 gtgcacgagg tggccgagtt ctggtgcgac accatccaca caggggtcta ccccatcctg 

33 8 tcccggagcc tgaggcagat ggcccagggc aaggacccca cagagtggca cgtgcacaca 
340 tgcgggctgg ccaacatgtt cgcctaccac acgctgggct acgaggacct ggacgagctg 
342 cagaaggagc ctcagcctct ggtctttgtg atcgagctgc tgcaggttga tgccccgagt 
344 gattaccaga gggagacctg gaacctgagc aatcatgaga agatgaaggc ggtgcccgtc 
346 ctccacggrg agggaaatcg gctcttcaag ctgggacgct acgaggaggc ctcttccaag 

34 8 taccaggagg ccatcatctg cctaaggaac ctgcagacca aggagaagcc gtgggaggtg 
350 cagtggctga agctggagaa gatgatcaat actctgatcc tcaactactg ccagtgcctg 
352 ctgaagaagg aggagtacta tgaggtgctg gagcacacca gcgacattct ccggcaccac 



receptor 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1119 
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PATENT APPLICATION: US/09/765 , 061B 
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TIME: 13:02:31 



Input Set : A:\Copy of SQ-09765061.txt 
Output Set: N:\CRF3\02042002\I765061B.raw 

354 ccaggcatcg tgaaggccta ctacgtgcgt gcccgggctc acgcagaggt gtggaatgag 

356 gccgaggcca aggcagacct ccggaaagtg ctggagctgg agccgtccat gcagaaggcg 

358 gtgcgcaggg agctgaggct gctggagaac cgcatggcgg agaagcagga ggaggagcgg 

3 60 ctgcgctgcc ggaacatgct gagccagggt gccacgcagc ctccggcaga gccacccaca 

362 gagccacccg cacagtcatc cacagagcca cctgcagagc cacccccagc accatctgca 

364 gagctgtccg cagggccacc tgcagagaca- gccacagagc cacccccgtc cccagggcac 

366 tcgctgcagc actga 

370 <210> SEQ ID NO: 4 

371 <211> LENGTH: 1060 

372 <212> TYPE: DNA 

373 <213> ORGANISM:* Bos taurus 
37 5 <220> FEATURE: 



37 6 <221> NAME/KEY: 
377 <222> LOCATION: 



gene 

(1)..(1060) 

378 <223> OTHER INFORMATION: the AIPLl gene produces aryl- hydrocarbon 

379 interacting protein-like 1 

381 <400> SEQUENCE: 4 

382 atggatgcca ctctgctcct gaatgtggaa gggatcaaga aaaccattct gcatgggggc 
384 acaggggacc tccccaactt cattactgga gcccgagtga cctttcattt ccgaaccatg 
386 aaatgtgatg aggagcggac ggtgatagac gacagcaagc aggtgggcca tcccatgcac 
388 atcatcattg ggaacatgtt caagctggag gtctgggaga tcttgctgac gtccatgcgg 
390 gtcagcgagg tggccgagtt ttggtgcgac accatccaca caggggtcta ccccatcctg 
392 tcccggagcc tgcggcagat ggcggagggt aaggacccca cagagtggca cgtgcacacg 
394 tgtggcttgg ccaacatgtt cgcttaccac acgctgggct acgaggacct ggacgagctg 
396 cagaaggagc ctcagccact gatcttcata atcgagttgc tgcaggtcga ggccccgagc 
398 cagtaccaga gggagacctg gaacctgaat aaccaggaga agatgcaggc ggtgcccatc 
400 ctccatggag aaggaaaccg gctcttcaag ctgggccgct acgaggaggc ctccaacaag 
402 taccaggaag ccatcgtctg cctgaggaac ctgcagacca aggagaaacc ctgggaggtg 
404 cagtggctga agctggagaa gatgatcaac accctgatcc tgaactactg tcagtgtctg 
406 ctgaagaagg aggagtacta cgaggtgctg gaacacacta gtgacatcct ccggcatcac 
408 ccaggcatcg tgaaggccta ctatgtgagg gcccgggctc acgccgaggt gtggaatgag 
410 gcggaagcca aggcggatct ggagaaagtg ctggagctgg agccgtccat gcggaaggcg 
412 gtgcagaggg agctgaggct gctggagaac cggctggagg agaaacgcga ggaggagcga 
414 ctgcgctgcc ggaacatgct gggctagtgc gcaggcgcca agcctcctgc ctccgccccc 
416 cgcycctcca ccccccccaa aaaaaaaaaa aaaaattttt 

419 <210> SEQ ID NO: 5 

420 <211> LENGTH: 925 

421 <212> TYPE: DNA 

422 <213> ORGANISM: Canis familiaris 
424 <220> FEATURE: 

4 25 <221> NAME/KEY: gene 

426 <222> LOCATION: (1)..{925) 

427 <223> OTHER INFORMATION: the AIPLl gene produces aryl-hydrocarbon 

428 interacting protein-like 1 

430 <400> SEQUENCE: 5 

431 tgtacggggg caccggcgag ctcccaaact tcctcacggg gtcccgggtc atctttcact 
4 33 tccgcacaac gaaatgcgac gaggcgcgga cagtgatcga cgacagcaag cgtgtgggcc 
435 atcccatgca catcatcatc gggaacatgt tcaagctgga ggtctgggag gtgctgctga 
437 catccatgcg cgtgggcgag gtggccgagt tctggtgcga ctctattcac acaggagtct 
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HJse of n and/or Xaa has been detected in the Sequence Listing. 
Review the Sequence Listing to insure a corresponding 
explanation is presented in the <220> to <223> fields of 
each sequence using n or Xaa. 
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VERIFICATION SUMMARY DATE: 02/04/2002 

PATENT APPLICATION: US/09/765 , 06IB TIME: 13:02:32 

Input Set : A:\Copy of SQ-09765061.txt 
Output Set: N:\CRF3\02042002\I765061B.raw 

L:8 M:283 W: Missing Blank Line separator, <140> field identifier 
L:99 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 
L:167 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 
L:1717 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:72 
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